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In living organisms, various cells are spatially organized
to maintain physiological functions and produce differ-
ent amounts of RNA and proteins from multiple genes.
Omics technology allows for the comprehensive analy-
sis of these products and identifying cell types in health
and disease. Unlike conventional methods, which dis-
sect tissues into individual cells, spatial omics technolo-
gy enables comprehensive analysis of the expression
products on a single tissue sample. Pathological diag-
nosis of tissue sections using this technology is expect-
ed to elucidate disease-causing cells and gene abnor-
malities related to their location. However, commercial
spatial omics tools are expensive and limited in analyz-
ing diverse tissues and genes.

In this collaborative research department, Kyushu
University and Nikon Solutions Co., Ltd. will develop
high-depth spatial omics technology with high preci-
sion and resolution of single cells. We will apply the
technology to analyze human specimens to understand
cellular functions linked to location on tissues and elu-
cidate disease mechanisms. We aim to contribute to
medicine by applying next-generation high-precision
pathological diagnosis.
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